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1. (B7DoA Agste Alg 2 o] 2] S0l
(mutation) & 7+ &2 A?
B
o] EdWolE KA G7IMEe g A EE T Y
A717F A L AEEHo] §A opv| 4t IE(codon) ©]
T oAl ZEO R WO RM AEH0T i
7ol waie

O Missense mutation
®@ Nonsense mutation
@ Silent mutation

@ Frameshift mutation

2. B9 vAES S9s7] A7 ZE(Koch) o] 7H

e Aoz Mg A 42 RA2?

O HAA vAEL 28S B EE AANAN HE
sojof h

@ BWAR MAEL ZE AN £ BEl=H o ok st
G5 v gFe] 7hssioF

® w9 B HAES 7 oA HFEHUS W,
AT 28-S dod 5 glojof Frh

@ B4 VAES HFE 7004 oA BEE
sl

3. FZ23 44 EFA Z@2 T (major histocompatibility
complex class I )oll €&+ 394 A (antigen presentation)
AR A 2407 7P A & A2?

@® €] = (peptide)
© =34 (tapasin)
@ EwA}&(invariant chain)

@ A5 A (golgi complex)

4, A9 =4 Fol= %23 (superantigen) S 3=
AEo] Utk 23YF} Agsto] H|Eo|HOoZ T =
3k

[eJKe) o] =)
ANk E FEste EAE

® MHC class I3 CD4/CD8

@ CD2834 CD80/CD86

@ MHC class 1 ¢ A ARJIASEA-1(TNFR-1)
@ MHC dass 19+ T A2 4~8A19] WEREE(TCR B-chain)
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5. (B7D)+ EqHAF A Ao (e DS WA A
AT JE5S T ugste] 4 Adolt ehte] M
F01A Lhte] wgo] 7= $14d 8 (satellitism)
ded §EAYHCAMP phenomenon) o] HAHUS o
O DS A BALE AL
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@ Streptococcus pneumoniae Pasteurella multocida

Actinobacillus

©  Staphylococcus aureus pleuropneumoniae biotype 1
@ Streptococcus pneumoniae  Mycoplasma hyopneumoniae

@  Staphylococcus aureus Bordetella bronchiseptica

6. (7= 32t A% B2t B AL o] L3ty AdZ Rz}
vlolE 2 7+ 9] 8323 oA vk-2-(hemagglutination
inhibition) & AAIsH As}oth, YA ] vio]Z 29 THA
Mgk 7+ B2 A S RAI F HEFE P
FAEY (E7)¢ 22 jE3 A7) vttt oldl g

d¥oz Mg & 227 (¥, 84 URE 84 83
4l See) PBSE 410  Rolth)
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O BF-¢HAANE AAE T3l vlolE 29 Y9rtE
248 & Ut
@ A A9 FHe BE FAsAulsolx] 7oA
P W< JerhAT,
@ 32 BY AL @-$HAA A7t 160011:}
@ 2 AL 39 BYo| vlog 29} TSNS
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7. 2822 (hematopoiesis) 7 Z7 A E (myeloid
progenitor) N A= F37F 7Hs38ty, JZA AFAE
(lymphoid progenitor) A= #3171 7Fsd AE=Z
g &S ALY
@ A4l E (macrophage)

@ FA73Al Z (dendritic cell)
® %971 (basophil)
@ 3+ (eosinophil)

8. Opsonin< 393 ZAgste] ©AAME 224
(phagocytosis) & £°l8HA =95+ A Folt}. Opsonin
°Z M A &L A2

@ Lectin ® Mannose

® C3b complement @ Antibody

9. <H7>9 BAS 21T e WIAMEER 7MY &2 A7
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* Blood, Bone marrow, Lymphoid organs®ll <A
* Type I Interferon(IFN-¢, IFN-3) 3 Type I Interferon
(IFN-X) #4]
* Virus 2ol g 7] A3 Al 2" (early warning

system)

@ Natural killer cell
@ Langerhans cell

® Plasmacytoid dendritic cell
@ Follicular dendritic cell

10. T cell-independent B cell response®] thst A5 o 2
Mg SA gE R2?
@ Pathogen-associated molecular pattern(PAMP) 3%
FAMEE 84 E 717 el il fFEd
@ B-1 cello] sty
@ F=Z IgGE Hu|gt
@ Q14 st= gL FZ carbohydrateolth,

11. Gallid herpesvirus 191 &3] &=+ AP o=z 713
< A7
® w7N&H (Newcastle disease)
® 7t= Z# 2 (Fowl cholera)
@ A A< (Necrotic enteritis)

@ H AFA 57139 (Avian infectious laryngotracheitis)
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7. In situ hybridization % vield A A HE
32 F<l(direct detection and identification of
viral nucleic acids) & 4 Ut}

L. Southern blot hybridization ¥ ulo]z] 2 HAHS
A3t <l (direct detection and identification
of viral nucleic acids) & 4 Ut}

. Immunohistochemistry ¥#H-2 uloj#{ X 3+ (viral
antigens) = A& + fith

2, Immunofluorescence WS wlolg 2 9 (viral
antigens) = HE&% & gtk

® 7, v ® 1, -
@ v, v @ c, =

13, wpolg29] 720 gk Ao 2 7T &4 & ALY
O® nvlolgdAe Ata o]E EHARI YT FAE oY
o2 FAE] th
@ 99 B4 vpolgAe AL T E XA BrsES
TFAARRoZ w33t
® EE RNA ulo]z] 2] AL single-strand 2 E4)
33, U4 RNA Hfo]g| 29 aAE BHE o]F o)A

ek,
AEE B,

14, A9 vro]# 28] EA(replication) 3ol thgk Aoz
M &S AT

O FAY npolH A= Picornaviridaeol 43t &3¢
& Wl A FA g

®@ AALE positive-sense, single-stranded RNAZ +A]
Fo] o™ ulZ mRNAZE 2}8-3lo 2lR&o) Z2dsict

@ irre] EAlS 98 DNA-dependent RNA polymeraseS
71,

@ ulol 2 ZoKbudding) TAINA SFA 2 Al Z2hs)
T AES 998 7t




T2|o|MEsH(7=, A7AD || B

3/3%

-Il
ol

15. West Nile virusell tig Aoz 713 & AL? 18. <] DNA EA(replication) 343 #&Ho) &
O JAFTFAEH dAA ot} §2 7 A @& AX?
@ ZEE T 90%NA FHAAFupE] SAS oo ® Okazaki fragment
@ RT7|E T3l AuHAc @ RNA-dependent DNA polymerase
@ A gstE HAlo] EAlsHA] Feth ® Topoisomerase
@ Ligase

16. <B71>4A Bordetella < (genus) Aol tigk Aoz | 19. Q feverd]l tid AHoE 7174 &4 42 A7
20 AL FE JE RLI O AYEE 29 2w By Zo 93 od&rE
H7 Aot
. 2%/ Al (Gram-negative bacteria) ©]th. @ Y9AAE= Spore-like forme BAE 4= Qo] sAdA
L. Bordetella bronchisepticas S1A9l AHE L3171

L AL 7hssti, uho] LE 2ol 01%?—-_1 T A
® =7 Zgel o3 U BE A&HQ 3 53}6}1
Qg 23 39 9% F4 2 ‘é%ﬂf%i Uetd o
@ YJAAE RickettsiadlX ZH31 genusE AR
Coxiella burnetii7t Frd & Folch

st}
©. 7|4 Al#(Anaerobic bacteria) ©]t}.
2, Oxidase-negative®] t},
D 7, v @ 7, ©
® v, © @ v, =

17. 22075 B2 AFe] B dg Agos s | 20, (BIDA Chll siBsle d22 7MY &2 A2

$e A2 27
® a2 (Obligate aerobes) & A7} 21.0H w2 MRSA (Methicillin Resistance Staphylococcus aureus) <

A WA FFolT o] & Ao&t7] $13] vancomycin®]

A 5]~ /\-1 zl—o = M bact o] X g
ArEsZ | SX1=¥™, Mycobacteriume] 2% ML= RQe}, S aureus7t @D ZEE] vancomycin

E] -

2. WA FAAE 853t VRSA(Vancomycin Resistance
®@ ZAFAAF(Facultative anaerobes) 2 AkA7F AAAY Staphylococeus aureus) 7t @5k

SAY Aol 7hsstal, AV Sl S Y AE

@ Enterococcus spp.
3t Clostridium E°] &3},

® P M)A (Microaerophile) & thH7|4HE T @& AkA
Bl A A&, Campylobacter7} o17]9 &3k}

@ Ao T2 F(Obligate anaerobes) & A 7ol ¥FE A
Ara7b B3, E. coli7t EEE T

@ Pseudomonas spp.
® E. coli
@ Corynebacterium spp.




